
 

 

Supplemental Fig. S13. Same as Fig. 4A-E, except genes in which the TSS and/or 

TES were located within 5 kb of telomere end were excluded from the analysis. The 

CAN1, URA3, ADE2, and LYS2 genes, which are located in the telomere-proximal 

mutation reporter, were also excluded. 
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