
Supplemental Figure S6. TfSat01 multi-megabase regions in the Tfree1.0 assembly visualized with StainedGlass
(Vollger et al. 2022). The StainedGlass analysis was performed using 10 kb windows, and the sequence identity
values are shown in the color histogram along each sequence identity heatmap. Two discovered multi-megabase
regions (region 1 and region 2) are shown for Chromosome fLG9. The lengths and positions of the multi-
megabase regions are listed in Supplemental Table S8.


