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Supplemental Figure S4. Distances of genes, satellite DNAs (satDNAs) and transposable elements (TEs) to T. freemani
satDNAs arrays (containing =5 consecutive monomers) in their 10-kb flanking regions. Each dot represents the mean
distance of annotated sequences of interest for each satDNA. The x-axis indicates the mean position value in the 10-kb
flanking region, with negative and positive values indicating the left and right flanking regions, respectively. The mean
distance values were calculated based on the data provided for individual arrays in Supplemental Table S5.



