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Supplemental Figure S19. The position of the ptg000052| contig (green rectangle in the center panel) on the T. freemani chromosome fLG7 in the Tfreel.0
assembly. The top panel shows an enlarged view of the junction between the pg000052L contig and the rest of the fLG7 chromosome sequence through the
(N)1go placeholder. The lower panel shows the ptgd00052| contig with the indicated positions of satDNA TfSat04 (magenta arrows), satDNA TfSat07 (brown

arrows) and telomeric repeats TCAGG (dark green arrows).



