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Supplemental Figure S15. Comparison of the 10-kb flanking regions of the orthologous satDNAs TfSat08 and TCsat17 reveals the syntenic locus where the satDNAs are located in T.
freemani (on Chromosome fLG3) and T. castaneum (on Chromosome LG3). The interspecific sequence similarities between the flanking regions are indicated within up-down arrows.



