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Supplemental Fig S2. The eGenes. 
A. The distribution of SNP heritability for all genes. We have tallied the number of genes within each heritability interval (with a window size of 0.1). 
The horizontal and vertical coordinates represent the heritability intervals and the number of genes, respectively. B. The comparison of SNP heritability 
between eGenes and non-eGenes. In each box, the horizontal line represents the mean, while the error bars indicate the maximum and minimum values 
within each group. 




