Distribution of Structural Similarity vs Sequence Identity
for Paralogous Pairs (LDO, MDO)
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Supplemental Fig. S4. Comparison of structural and sequence similarity between
paralogues. The left panel shows paralogues from the symmetric category (blue,
n=581,932), and the right panel shows those from the asymmetric category (orange,
n=84,516). The Pearson’s correlation coefficient (PCC) between structural similarity
(Foldseek LDDT) and sequence identity is indicated in each plot.



