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99/100

100/100

99.3/100

100/100

99.9/100

99/100

87.7/97

99.8/100

99.7/100

100/100

81.4/96

100/99

99.7/100

100/100

87.6/99

86.8/100

100/100

100/100

99.4/100

100/100

97.1/99

99.4/100

96.6/100

98.1/99

89.7/100

100/100

100/100

100/100

100/100

99.1/100

97.8/100

99.1/100

99.7/100

100/100

98.1/100

100/100

99.4 /99

97.1/100

86.2/100

98.8/100

98.8/100

99/97

99.6/100

100/100

92.6/100

100/100

99.9/100

100/100

99.8/100

97.2/99

98.5 /98

99.1/100

94.6/100

100/100

100/100

100/100

94.3/100

98.5/100

94.6/100

96.1/96

99.6/100

97.9/100

100/100

99.9/100

99.2/100

40 other Bacteroidota sequences
40 other Bacteroidota sequences

Figure S3. Gene phylogeny of tortoise Blastocystis
 GH154 arabinogalactanase enzyme. 
Support values indicate 1,000 replicates
 of SH-aLRT test and ultrafast bootstrap. 
Branches with aLRT support <80 and UFboot 
support <90 are collapsed. Tree is midpoint rooted.


