
Median AAI over 753 SC Orthogroups

1

0.99

0.65

0.65

0.65

0.42

0.41

0.41

0.99

1

0.65

0.65

0.65

0.42

-0.41

0.41

0.65

0.65

1

0.75

0.74

0.42

0.41

0.40

0.65

0.65

0.75

1

1

0.42

0.40

0.40

0.65

0.74

1

1

0.42

0.40

0.40

0.42

0.42

0.42

0.42

0.42

1

0.57

0.56

0.42

0.42

0.42

0.42

0.42

0.57

1

0.93

0.41

0.41

0.40

0.40

0.40

0.56

0.93

1

Rus-B

Hermann’s

Rus-S

ST1-JDR

ST1-Nand

ST4-BT1

ST3-DL

ST3-NMH

0.5

0.6

0.7

0.8

0.9

1

Amino acid identity (%)

0.65

R
us

-B

H
er
m
an
n’
s

R
us

-S

ST
1-

JD
R

ST
1-

N
an

d

ST
4-

BT
1

ST
3-

D
L

ST
3-

N
M

H

Figure S2. Median percent identity across 753 single-copy orthologs in Blastocystis. 


