sampled(M)

A-1.15 1.13 1.15 1.19 1.13 1.11 1.14 1.17 1.12 1.14 1.17 1.13 1.18 1.13 1.18 1.06 1.12 1.09 1.16

A&B-1.15 1.13 1.15 1.19 1.13 1.12 1.13 1.17 1.12 1.14 1.17 1.13 1.19 1.13 1.18 1.06 1.12 1.07 1.15

A&C—1.201.00 0.96 1.14 1.06 17T BRels 1.151.19 2.09 1.74 1,30 1.33 5.06 1.39 0.61 1.39

B-0.99 0.99 1.00 1.00 0.99 1.00 0.97 1.00 0.99 1.00 0.99 1.01 1.02 0.99 1.00 1.05 0.99 0.99 1.01

B&C—1.060.84 0.98 0.98 1.12 1.14 1.17 1.11 gies{en 1. . . . Iy 3.63 F1N264 0.62 1.32

C-1.05 fEvisk 0.81 0.97 1.02 1.04 1.13 1.17 1.11 pesxk

genes overlapping with A Bkl . . . . 1.33/1.27 1.40

genes overlapping with A&B —uEchl . . . . 1.33 '1.26 1.40

genes overlapping with A&C -BRZCEmBE Y E7ich ], 1.12 . 1.29 mie} 1.70

genes overlapping with B-1.07 1.06 1.00 1.07 1.04 1.07 1.05 1.05 1.04 1.04 1.05 1.07 1.06 1.03 1.05 1.11 1.04 1.02 1.04

genes overlapping with B&C - 1.19 mWeY:d 1.10 i7f 0.80 1.06 0.90 0.88 0.85 mEe: 1.11

genes overlapping with C - 1.17 QEsE; 1.060.80 0.91 0.87 0.85 0.83 mEelol 1.04 pNstamW:IE 1.03 0.94 papie 0.99 0.87 1.11
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