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Supplemental Figure S9. Inferred tumor fraction in NanoRCS cfDNA sequencing SNV, CNA, and
fragmentomics modalities. Lollipop plots represent sample's inferred tumor fraction. SNV (solid), CNA
(nofill), and fragmentation length (striped) are compared. Healthy control SNV tumor fractions are aver-
aged across all five comparisons with tumor samples with known tumor background.



