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Supplemental Figure. 7 | Comparison of allele bias ratio from MeRIP-seq and allelic modification
ratio from long-read sequencing.

Five ASM sites (Group 1 (A) and Group 2 (B, C, D)) were detected by both MeRIP-seq and long-read
sequencing. Top panels represent allele-bias ratio (proportion of reads from CAST allele) from MeRIP-seq;
therefore, a high ratio implies allele bias toward CAST allele and low ratio indicates a bias toward B6 allele.
The points in the bottom plot indicate the modification ratio of each allele obtained from long-read
sequencing, with gray gradient pairs representing data from two replicates.


