
Allele A modification ratio =
Allele A read count

(All read count * mod ratio from all reads) - (Allele B read count * Allele B mod ratio)

Recalculation method:

m6Anet output

Transcript in VCF

Both allele
read count > 19

Both allele
read count = 0

Both allele
read count > 10

Recalculate modification ratio

ASM analysis

Probability > 0.85

SNPs on DRACH &
motif conversion

No

No

No

Yes

No

Discard
No

Yes
Discard

Discard

Discard

Yes

Yes

Yes

No

Supplemental Figure. 14 | Data processing flowchart


