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Supplemental Figure. 11 | Allele specific RNA expression and ribosome occupancy of genes with
ASM sites from NA12878

Allele bias ratio of genes with ASM sites in NA12878. The allele bias ratio was calculated as [Allele B read
counts / (Allele Aread counts + Allele B read counts)]. Allele-specific RNA expression was measured from
long-read (A) and short-read (B) sequencing. The allele-specific ribosome occupancy was detected by

ribosome profiling (C).



