Supplemental Methods:

[bookmark: _heading=h.47kjz29o8ou2]Genomic DNA isolation
[bookmark: _heading=h.xp2sc7x7todr][bookmark: _heading=h.x8yv31u709gm]Blood-derived genomic DNA was isolated by VCGS using the Qiasymphony DSP DNA Midi Kit (96) (Qiagen) or Mag-Bind Blood and Tissue DNA HDQ 96 Kit (Omega Bio-Tek) and Fluent liquid handler platform (Tecan) or isolated in the research laboratory using the NucleoBond CB Kit (Machery-Nagel). DNA integrity was assessed by TapeStation (Agilent Technologies) analysis. Electropherograms generally displayed a single peak maxima >60,000bp and a DIN between 7.5 and 10. Only samples with a DIN>7 were utilized for library preparation.

[bookmark: _heading=h.ufe19t4jphbe]Targeted long-read sequencing 
Genomic DNA was sheared by passage through a 26G needle ~10 times to achieve a fragment size distribution of 5-20kb. Nanopore sequencing libraries were prepared from ~3 μg of sheared gDNA, using SQK-LSK110 Ligation Sequencing Kit (Oxford Nanopore Technologies) and the NEBNext Companion Module (New England BioLabs) according to the manufacturer’s specifications.
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