Degree
AHI1 PLCG2 Min O Max
EPB41L2 I O
HIF1A UBE2F CXCL?2 C;.1,’IMAP2K7 Probability
DAAM1 Min | | 1 Max
PIKSCA SRP19BRD1
DNAJB1 ALK ZNF330 @ n BRCA pathway
MRPL40 NEKB1 SLEN11 @ In T cell pathway
PPB3CC MAP3K12 GSN In BRCA/T cell Pathway
SCGB2A2 TIPARP HEXIM1 Differential expression gene
NDUFC2 B
COL1A2 SAP30L SLC25A4
LYSMD2 IGFBP7 CSNK2A2 | yivn
EXOSC6 HOOK3 FO
Orar 2 CREM NEBA 1
MBPL12 B4GALT5 CHSY1 SFRP1 STARD10
RIT1
RYBP RNF169 PTTG1 ATP1B1 CENPB
183 chpr1 . B2M DST CDKN1A
HRAS CD24 RABIF ppcL  FTPN1Z vapok1 FeL2 ~CFD-®
7TC33
TACSTD2 Ly
s DCTN6
FAM118A  GABD45B STRN RATC1
BEN FADS3 srid"
PRP2CA TYMP TRIM24
@B RAB21 ® TERF2
JUNB iy GBI PHF23
.6 HSPA1A MABSKs LUZP1  GABD45A
PTBN11 UBE20 MGAT2  ARHGAP5 MAPK1
RGS2 THBS1
COMMD3 IER2 PRB2R3C
PAK2
BTG2 TOR1AIP2 NUDT4 » ' SIRT1 IKBKB
PINK1 IREDP4 R MXRA7 TAPTiHECA
DTNBP1 AKT1
TESK1 REXO2 | 71p53BP2
B3GNT2
HEB&! cspry NOK2 PApaRrsa FNDC3B RB1  HIPK1 TIMP?2
PTS
PPAN
MAFF MXD1 HSPD1
DYNLL2CDKN2AIP ZFAND5
cD74
IRF1 ATL2
PRB2CB TC3
PP PIK3R1 PLAURGSK3A mapkE? 2G8N12A
PDCL3 N@DA3

EID2



