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Supplementary Figures

Bacteriovorax sp. Bdellovibrio bacteriovorus
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Supplementary Figure 1: Structural comparison between the doublet histone of Bacteriovorar sp. and
the dimer of singlet histones in Bdellovibrio bacteriovorus. Shown are AlphaFold predicted structures for the
Bacteriovoraz sp. and for an in silico doubletized (with a short linker) Bdellovibrio bacteriovorus histone.

SM 1



ATAC-seq

hypothetical proteinlfos Cuter membrane protein romhl
P 3 P -

Bypotheti... Chaperone_protein CLpE_ATP-dependent_unfoldasel

hypet.. hypothetical proteinl8ss hypothetical proteinl.

1,469,000 1,470,000 1,471,000 1,472,000 1,473,000 1,474,000
1 471,560

KAS-seq

SIhE B —
ATAC-seq

|50

|00

bypothetical protein23sl

BNA polymerase_sigma_factor_PpoHL hypothetical _protein22s0

2,281,500 2,282,000 2,282,500 2,283,000 2,283,500 2,284,000 2,284,500 2,285
2,283,154

Supplementary Figure 2: Additional examples of extremely strongly paused promoters in Bacteriovorax.
(A) Chaperone protein ClpB ATP-dependent unfoldase; (B) RNA Polymerase Sigma Factor RpoH1.
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Supplementary Figure 3: ATAC-seq metaprofile around annotated in various histone-carrying prokary-

otes and eukaryotes. (A) Bacteriovorax sp.; (B) Haloferaz volcanii; (C) Saccharomyces cerevisiae; (D) Drosophila
melanogaster; (E) Homo sapiens.
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