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Supplemental Fig S9. Gene Ontology (GO) analyses of conserved homogenous m6A sites.
(A) Biological process, molecular function, and cellular component GO analyses. Terms with an adjusted Q value<0.05 and P value<0.05 were considered statistically significant. The top 5 GO terms were plotted for each cell lineage, in addition to 5 selected statistically significant terms. NEUR: neuronal cell lineage; OLG: oligodendrocyte cell lineage; ASC: astrocyte cell lineage; EC: endothelial cell lineage; IMC: immune cell lineage; The Rich factor represent the conserved homogenous m6A site count divided by total counts. 
(B) Disease GO analyses. Terms with an adjusted Q value<0.05 and P value<0.05 are plotted for OLG, IMC, EC. 
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