pair

Number of breakpoints per megabase aligned per substitution distance

close far

Osa_Bar Osa_OKki A

mid
‘ Dme_Dbu - .

0 3000 6000 9000 0 500 1000 0 250 500 750 1000
breakpoints_per_aln_mbp_scaled

Osa_Aom -

species

Ply_Sav A - . Caenorhabditis
I . Drosophila

Ply_Ros -

. Ciona
. Oikopleura

Dme_Dya A Dme_Dsu -+

Cni_Cin A




