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Figure 3: Abundance and diversity of the P-element during the invasion in replicate 1 visualized with
DeviaTE [Weilguny and Kofler, [2019]. Single-nucleotide polymorphisms (SNPs) and small internal deletions
(indels) are shown as colored lines. The absence of colored lines highlights that the P-element has no SNPs
or solely SNPs segregating at a very low frequency. Large internal deletions are shown as black arcs.




