
Figure 14: Sashimi plots showing the expression level and splicing of the P-element in ovaries. Data are shown
for di↵erent replicates (top panel) and generations during the invasion (right panel). Both the expression
and splicing level (width of the black arcs) were normalized to a million mapped reads. Sense expression and
gaps of sense transcripts (splicing or internal deletions) are shown on the positive y-axis whereas antisense
expression and gaps of antisense transcripts is shown on the negative y-axis. The structure of the P-element
is shown at the top, where TIRs (black triangles), the four exons (grey rectangles) and introns (black lines)
are shown.
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