Table S1. Distribution of 6mA in genes transcribed by three RNA polymerases (Pol).
	
	Pol II
	Pol I
	Pol III

	
	Trophont
	Cyst
	Trophont
	Cyst
	Trophont
	Cyst

	Symmetric 6mA
	282,922
	64,310
	0
	0
	0
	0

	Asymmetric 6mA
	46,422
	50,102
	2
	0
	0
	0

	Non-ApT
	2,798
	202
	4
	1
	1
	0

	Low methylation
	158
	9
	0
	0
	0
	0

	Intermediate methylation
	112,539
	13,562
	6
	1
	1
	0

	High methylation
	219,424
	101,038
	0
	0
	0
	0



