Reference sequence A A AAAACTTCCGG CATCAT AAAC
Wildtype (33591)
Sire (23105)
Dam (17725)
HM (26537)
TCC>TC

Figure S1. Sanger Validation of mutation. Sanger validation of the frameshift indicates
germline inheritance from both parents of 26537. HM= hypermutator. Sire and Dam are parents
of 26537.



