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(1) Homolog Protein P77398: Fatty acid oxidation complex subunit alpha lincludes: Enoyl-CoA hydratase/3-hydraxybutyryl-CoA spimarase
{EC 4.2117) (EC 51.2.3); 3-hydroxyacyl-CoA dehydrogenase (EC 1.1.1.35)]
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(2) Homolog Protein P21177: Fatty acid oxidation complex subunit alpha [Includes: Enoyl-CoA

CoA Isomerase/3-hydroxybutyryl-CoA epimerase (EC 4.2117) (EC 5..2.3) [EC 5.3.3.8); 3-hydroxyacyl-Coa dehydrogenase (EC 1.1.1.351]
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(3) Homolag Protein P76083: 3-hydroxyadipyi-CoA dehydraganase (EC 111.-)

Queried Protein Structure Homolog Pratein Structure Similarity
Alphafeld Structure PA0939 36-762 aa N Alphafold Structure P76083 1-474 23 N 501% Visualize Alignment
[d) () o i hlig
C Guerisa & Homolog Protein structurs

e mmimme t G mewtm t R0 & e e e B ®
. 5 . . . A : e
v v
°

‘SHQUINCE-INOBPANTRNT Structusa ANgRTBNt

Semesnat g § Twe 0 e ie b Awsegen -t

> e

b

Supplemental Figure S5. SHF: An online resource for Structural homolog Identification

(A) Screenshot for the input page
(B) Screenshot for an example of the output. A query for structural homologs of human HADHA (Uniprot

ID: P40939) in E. coli proteomes returns three homologous proteins.
(C) Visualization of the structural alignment between the AlaphaFold2 predicted structure of human

HADHA and experimental structure E. coli fadJ (PDB ID:6Y5V)



