
 



Supplemental Figure S4. Sequence alignment between E. coli cdgI and dgcT with human GPCR 

proteins 

The 7TM domains of cdgI (A) and dgcT (B) of E. coli were aligned with a collection of human GPCRs. 

The sequence alignment was performed by incorporating the cdgI and dgcT sequences to the existing 

alignment result of 846 human GPCR proteins using ClustalX2. (PLoS Comput. Biol. 2016, 12(3), 

e1004805) The established alignment of human GPCR proteins was generated using a structure-guided 

sequence alignment method. The figure displays the human GPCR proteins that align best to cdgI and 

dgcT within the multiple sequence alignment file. The color indicates residue groups (blue, hydrophobic; 

red, positive charge; magenta, negative charge; green, polar).  

 

  


