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A. False positive rate B. False negative rate
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C. Missing rate D. Number of tree leaves
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E. Number of SNV cells F. Number of SNVs
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G. Percentage of CNAs detectable H. Mutation loss rate
Sensitivity Specificity Sensitivity Specificity
1.0 1.0 1.0 1.0
0.9 0.9 ] 0.9 0.9
08 0.8 = 08 0.8
.07 07 .07 07
£os 506 £os 506
3‘5;0 5 || %0 5 3‘5;0 5 %0 5
804 &o4 804 &o4
03 03 03 03
02 02 0.2 02
0.1 0.1 0.1 0.1
0.0 0.0 0.0 0.0
0.1 03 05 01 03 05 0.01 0.05 0.1 0.01 0.05 0.1
I. Beta splitting variable J. Standard deviation of CP difference
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K. Beta distribution of CP difference

Supplemental Fig. S4 Evaluation of mutation loss detection on eleven datasets generated by the
simulator proposed in this study. Sensitivity and specificity of mutation loss detection for SCsnvena
(red) are shown for the simulated datasets of varying A. FP rate; B. FN rate; C. missing rate; D.
number of tree leaves; E. number of SNV cells; F. number of SNVs; G. percentage of CNAs detectable
to SNV cells; H. mutation loss rate, I. Beta splitting variable, J. standard de-viation of CP difference
between CNA cells and SNV cells; and K. mean of a Beta distribution imputed to CP difference
between CNA cells and SNV cells. SCARLET’s results (blue) are shown for A-K.



