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Fig.S12 Regulatory role of TEs in different tissues of various silkworm strains.
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Relative expression levels of enhancer-associated genes and non-associated genes (log-transformed

data) in indicated tissues and silkworm strains. Box plots indicated the median (center of box), lower

and upper quartiles (bounds of box), minimum and maximum values (bars). Two-tailed Wilcoxon

rank-sum test; ***P < 10-'> versus TEs.



