Supplemental Figure S8

Snhg14

Chr7

Chr18

b

'u‘

5 o E TR

;égwﬁgsxgg

SIPCER UG 3 W ANRATI
§E HUBR G io8 € reaes il e
R385 2O B5A2 FigE < AR

59962502 59987502 60012502 60037502 60062502 60087502 60112502 60137502 60162502
—-%5 Snurf Gm18908m Gm73761
norg107. — Snrpn
og Gm38393
<4
- gis o =30 3 B
5-"@% 3 TTIR LA ]
e = T =EL e 01 §
bos o e

DMR

== day 0
== day 3
-day21

0 100 200 300 400 500 600 700 800

12951923 12961923 12971923 12981923 12991923 13001923 13011923
Hrh4L
Gm26407 ||
Impact § [ }
—>

DT " s o 182 % ee F~E B K S dms B8 a8te =

R ERTE I LE: SHEETRIE s SR

a ;mmam§:§mﬁ ::; ".53%5 :s ;wi%;::- P -;'|ﬂ;‘ T 5“ s - °

Sy E g owil g s TG sa gl It IR oo g & 2 1 0EERE BLAVE SR Ciw ol .

e@? B sy HE 1 EZCiige g §§ b Bt

e i O L Bee et ts "28’£ I8 08 WiBPeeme ““’3;;i;.' &"m” S:° o=

1oy i s 1 B i e L pae s st o g (S
o 85 % Eat Pl o f$:3 Bamcd > = =i i~ smoliee .
BUIE: g tiade 41 138 glu TP ERE Y g 1 -
2 2.5 B s 5 i3 i et v ap{RR BT & oot Fil s
SmmemL I 4 IR -; ‘:'5; SCME E I Weaaes . oo o Lo HEE R H AR

== day 0
== day 3
= day 21

0 100

200 300 400 500 600



Supplemental Figure S8§. ONT methylation profiles of imprinted genes Snrpn and Impact.

(4) Methylation of the Snrpn gene and surrounding locus. From fop to bottom this figure shows i) the
genomic position of Snrpn on chromosome 7, including 20 kbp up- and downstream of Snrpn, ii) a diagram
showing methylated (filled black circles) and unmethylated (unfilled colored circles) CpGs and read
(colored lines) coverage per sample, iii) a diagram displaying the correspondence between genome space
and CpG space, CpGs belonging to the Snrpn DMR are annotated in red, iv) the fraction of methylated
CpGs for three differentiation time points (d0, d3, d21) in CpG space. The low methylation over the Snrpn
DMR is likely a sampling issue due to low coverage. Because the E14 mESCs used in this experiment are
derived from an inbred mouse strain, it is not possible to phase the methylation profiles of individual reads
to confirm that only one allele of the maternally imprinted Snrpn DMR has been sampled.

(B) As for (A4) except for the imprinted Impact gene.





