
 

 
Supplemental Fig S8. 2D Laplacian eigenmap of colon cancer. (A) The 2D Laplacian Eigenmaps 
of CTG distance matrices for pairwise normal (upper panel) and tumor (lower panel) colon samples. 
Each point represents a 40kb genomic region. The color is used to represent the CpG density of the 
corresponding genomic region. (B) The color is used to represent the genomic position of the 
corresponding genomic region. 
 


