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Cy0333 Mafa—AG5"06:04.01.01
GABBRI——l IHE NI | MW679585 Supplemental Fig. S1.
A — 2,924 bp S LR732119 Comparison of the cy0333 hybrid
Mafa-AG5°06:04:01:01——— Mafa—AG3*03:03-:02:01 assembly to PacBio gDNA
Mafa-W01:0—___| N e 1] MWG79587 amplicons for nucleotide-level
Mafa-AG3*03:03:02:0 1——— == .
3,240 bp in progress accuracy assessment
Mafa-AG1*05:09.02:01 N
IHE HI | MW679589.2 A simplified gene map of the cy0333
o 2,919 bp I in progress hybrid assembly sequence is shown
Mafa-AG6704:08:01:01———— Mafa—AGE*04:05:03:03 on the left, with the genes used for
vl 0O ] IHE NI | ON736434 accuracy assessment listed in black
2,920 bp in progress fc_>nt and .those genes not assessed
Mafa—AG6E*04:08:01:01 via amplicons listed in gray font. For
IEE HI | ON736435 each gene examined, the top bar
2,919 bp in progress represents the cy0333 hybrid
Mafa—AG2*01:05:01-01 assembly sequence with exons
— ' MWE79593 shown in black boxes, introns in gray
2925 bp LR732115 boxef), and (a}nky tk;:nnerftrai:ing light
P gray boxes (like those for the
W7 MWE79596 Mafa-AG sequences) are 3' UTR
2,901 bp LR732107 spans Ibeyond thil st;[ophcodon Ithat
e am g were also covered by the amplicon
Ww MW679597 since at times the reverse primer was
2,910 bp S LR730094 >300 bp beyond the stop codon; the
' N bottom gray bar represents the
w MWE79598 corresponding PacBio amplicon
3,082 bp LR732101 sequence. Names, lengths, and
' NCBI accession numbers of each
amplicon sequence are given for
Mafa—-B*098:05:01:01 each gene assessed. For the one
ImE NI |l MW679602 point of difference in
2,652 bp LR732336 Mafa-DRB*W049:01:01:01, the
Mafa-B02Ps*01:03:01:01 PacBio amplicon bar has a vertical
INE NI | MW679603 orange line representing the point of
2,687 bp NN in progress difference, and the specific
Mafa—-1"01:10:01:02 sequence for both the cy0333 hybrid
InE NI Il MW679604 assembly and the PacBio gDNA
2,687 bp [N LR732132 amplicon are shown for that region.
Mafa—-B*070:02:01:01
—— IHE NI MWB79605
Mafa—B*075:01:01:0 1t 2,676 bp _ LR732236
vt —— Mafa-B*075:01:01:01
Lo INN NI I MW79606
f 1.0 2,681 bp NN LR732240
Mafa-B*109:02:01:01
IHE NI I MW679607
2,849 bp LR732341
Mafa-B*011:01:01:01
iInE NI | MW679608
2,686 bp NI LR732132
Mafa-B*207:01:01:01N (pseudogene)
| MW679609
2,671 bp in progress
Mafa-B22*01:01:01:01N (pseudogene)
MW679611.2
3,667 bp N in progress
Mafa-B*079:01:01:01
InE NI MW679613
2,680 bp NN LR732241
M DRA 050101 Mafa-DRB*W049:01:01.01 - 2 nt different
Mafafo%gj;VDig%j.'07.'01/— MWe79617.2
Mafa-DRB6701:09:01:0 -— et 3,835 bp OX376679
Mafa-DRB1*10:02:01:01——mm
Mafa—DQB1*16:01:01:01—amd Mafa~DQA1705:03:01:01 ...(GT)12 GA(GA)20. .. ONT/PacBio hybrid assembly
«..(GT)12 --(GA)20... PacBio gDNA amplicon
Mafa-DOB*0
Mafa-DRB1*10:02:01:01 MW679619.2
T " n 11 |
3,789 bp I OX376685
Mafa-DQA1*05:03:01:01
Mrm ani MW679620
1,992 bp I inprogress
Mafa-DQB1*16:01:01:01
I =m B 1 | MW679622
4,067 bp | in progress
Mafa-DPA1*13:01:01:01
P anmi MWB79627.2

2,429 bp I inprogress



