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Supplemental Figure S2. Performance of Accessibility (ATAC-seq) as a single feature (green) vs. Motif (blue), Hi-
stone+Motif (magenta), Q-Motif (light blue), ATAC+Motif (yellow), Histone (red), and Histone+Accesibility+Motif
(dark purple) using DRMN-ST (A) and DRMN-FUSED (B)). Note, for expression prediction the generative models
need the information about the observed expression.


