GATA family 1-GATA2,

FOX family 2-FOXA1

FOX family 3-FOXA1
F

Mesendoderm
Trophoblast
NeuralProgenitor
Mesenchymal

H1

E2F4

E2F5

GATA3
GATA4
GATA6
E2F4
E2F5

e2r7 I
neye I
ELF3 I |

m
-
<
D

A2

333333
SEEaEs
N < w

FOXD3
FOXE3

T aT
00090
XXX XX
55521

| F Sha ' ShAal

FOXK1
FOXK2
FOXL1
FOXL2

MYB
MYBL1

OXA2

ks Bl |
SRR
><S>L<®>‘IS|IT10DOOU:|)>
N WWaN W

FOXJ3
FOXK1
FOXK2
FOXL1
FOXL2|
CREB3
CREB3L1
CREB3L2

RXRA
RXRB

S
3
X

KLF13
KLF9
SIX4|
SIX5
SIX3|
SiX4|
YY1
YY2)
ZFP42

—
-
—
—_—

FOX family 5-FOXA1

FOX family 17-FOXO1

FOX family 6-FOXA1
FOXA2

HOX family 2-HOXA5

Mesendoderm
Trophoblast
Neural Progenitor
Mesenchymal

—
T

FOXA2
FOXA3
FOXB1
FOXC1
FOXC2
FOXD1
FOXD3
FOXE3
FOXF1
FOXG1

FOXJ1
FOXJ2
FOXJ3
FOXK1
FOXK2
FOXL1
FOXL2
FOXN2
FOXN3

FOXO03
FOXO4
FOX06
YY1
YY2
ZFP42

RAX
FOXA3 MEIS family 1-MEIS1
FOXB1 MEIS
FOXC1 MEIS3
FOXC2
FOXDS PKNOX2|
TGIF1
FOXD3
FOXES TGIF2
FOXF1 MEIS family 2-MEIS1
FOXG1 MEIS2
FOXJ1 MEIS3
FOXJ2 PKNOX2
FOXJ3 TGIF1
FOXK1 TGIF2
FOXK2 MEIS family 3-MEIS1
FOXL1 MEIS

FOXL2

HOXA7
HOXB2
HOXB3
HOXB4
HOXBS
HOXB6
HOXB7

HOX family 1-ALX1
ARX

Mesendoderm
Trophoblast
Neural Progenitor
Mesenchymal

H1

EMX1
EMX2
EN1
GBX2
HLX
HOXA1
HOXAS
HOXA7
HOXA9|
HOXB2)|
HOXB3|
HOXB4
HOXB5
HOXB6
HOXB7
HOXBS8|
HOXC6
HOXC8
HOXC9
LHX1
LHX2
LHXS
MEOX1
OoTX1
oTX2
PHOX2A
PRRX2

MEIS3
PKNOX2|
TGIF1
TGIF2
TFAP2A
TFAP2B
TFAP2C
TFAP2E
IRFS[_ ]
ProM 1[I

Ll —

Mesendoderm
Trophoblast
Neural Progenitor
Mesenchymal

H1

CEBPD
ALX1
ARX
PHOX2A
PRRX2
RAX

SOX1
SOX2
SOox21

ALX1
ARX
PHOX2A
PRRX2
RAX

znF3s4c
RORB
ARID3A

ARID3B
ARID3C

CREB3L2




Supplemental Figure S13. Expression of transcription factors (TFs) associated with selected motif features in the
DRMN analysis of the Xie et al. data set (Figure 6C). Here each block of regulators (black outlines) represents the
set of TFs associated with an individual regulatory motif feature shown in Figure 6C.



