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Supplemental Figure S12. Expression of transcription factors (TFs) associated with selected motif features in the
DRMN analysis of the Seirup et al. data set (Figure 5). Each block of regulators (black outline) represent the sets
of TFs associated with an individual regulatory motif feature selected in Figure SB. LHX2 and ALX1 are examples
of regulators that are not expressed, yet have related TFs (LHX9 and ALX4, respectively) which are expressed and
associated with the same motif features. This suggests that regulators selected by DRMN are likely to be expressed in
the cell state of interest.



