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Supplemental Figure S11. A. Similarity of modules across time points as measured by Jaccard index for mouse
hepatocyte dedifferentiation. The color intensity is proportional to the match. B-F. Selected transitioning gene sets
in the hepatocyte dedifferentiation dataset exhibiting different expression dynamics. Each panel shows the member
genes of a transitioning gene set (label on top). The columns show the module assignment of each gene, followed by
its expression level in each time point (Expression). The subsequent groups of columns are the levels of the regulator
(Q-motif value) on the gene promoters. The name of the regulator is specified at the top of each block of columns. All
significant regulators are shown.



