Cell line vs Thymus TALL vs LC
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Supplemental Figure S7: Two sets of equally expressed genes associated with Broad H3K4me3
domain (B) or sharp H3K4me3 peak (S) in T cells were defined, based on RNA-seq data. The fold
change of the expression between the T-ALL sample and the normal T cell population was determined.
Significance was assessed by a Wilcoxon test.



