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Broad in normal
thymocytes

Supplemental Figure S4: A. Additional examples of dynamic broad H3k4me3 domain loci in
normal thymocytes. Legends are as in Figure 1E. B. Percentage of overlap between T-ALL
tumor suppressors (Supplemental Table S5) and broad H3K4me3 domains found only in
thymocytes (specifics) or conserved in other normal tissues (broad present in more than 50%
of ENCODE normal tissues, as defined by Chen et al. 2015). Two sided Fisher’s exact test. C.
Examples of tumor suppressor genes present in normal thymocytes.



