
A 

Supplemental Figure S2: Identification of Broad H3K4me3 domains in the different samples.  A) 

The H3K4me3 peaks were ranked in function of their size for thymic T cell subpopulations, primary T-ALL 

samples and T-ALL cell lines. The inflection point allowing the selection of Broad H3k4me3 domain is 

indicated by a red line. B) Comparison of H3K4me3 signal and peak length for the H3K4me3 sharp peaks 

and broad H3K4me3 domain in the indicated T cell samples. C) Distribution of H3K4me3 signal at 

H3K4me3 sharp peaks and Broad H3K4me3 domain in the indicated T cell samples. Significance was 

assessed by a Wilcoxon test. ***P < 0.001, * P < 0.05; ns, not significant. 

UPNT_427 UPNT_864 UPNT_885 

UPNT_845 

UPNT_820 UPNT_802 

UPNT_760 UPNT_790 UPNT_764 

EC LC SP4 

JURKAT DND41 LOUCY 

RPMI-8402 CUTLL1 CCRF-CEM 

SIL-ALL 

P
e
a
k
 s

iz
e
 (

k
b
) 

P
e
a
k
 s

iz
e
 (

k
b
) 

P
e
a
k
 s

iz
e
 (

k
b
) 

P
e
a
k
 s

iz
e
 (

k
b
) 

P
e
a
k
 s

iz
e
 (

k
b
) 

Ranked H3K4me3 peaks 

SP8 

B C 

EC LC SP4 SP8 

M
e
a
n
 H

3
K

4
m

e
3
 c

o
v
e
ra

g
e
 

Broad 

Sharp 

M
e
a
n
 H

3
K

4
m

e
3
 c

o
v
e
ra

g
e
 

EC LC SP4 SP8 

Log2 (peak length) 

Broad 

Sharp 


