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Fig S1. Coverage of different transcript types by dRNA sequencing. The plot shows the 
percentage of transcripts that have at least one mapped read or count, for different transcript 
classes. The numbers are as follows: mRNA 97.8, ncRNA 87.8, pseudogenes 54.8, rRNA 22.4, 
snoRNA 78.9, snRNA 50, tRNA 5.61. 


