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Supplemental Figure S$S10. Similar results as traditional rarefaction method were observed using the normalization method reported in David et al. (David et al.
2014). (A) Trace plots of top 3 eating-increased ASVs in the three individuals. (B) Trace plots of top 3 eating-decreased ASVs in the three individuals. (C)
Eating-increased bacteria displayed a temporal order. (D) Diurnal oscillating ASVs were plotted in MA. (E) Microbial co-occurring patterns were also reproduced
using the normalization reported in David et al. (David et al. 2014).
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