Table S2: Parameters for the correction of Hi-C matrices and the number of TADs

	Sample
	Library Size
	Threshold DpnII
	Threshold 10 Kb
	Threhsold 100 Kb
	Number of TAD borders
	Number of strong TAD border

	BGWT  replicate 1
	100%
	[-1.4, 5]
	[-1.4, 5]
	[-2.4, 5]
	
	

	BGWT  replicate 2
	100%
	[-1.4, 5]
	[-1.4, 5]
	[-2.4, 5]
	
	

	BGWT  merged
	100%
	[-1.4, 5]
	[-1.4, 5]
	[-2.4, 5]
	2260
	989

	BGBEAF-32-  replicate 1
	100%
	[-1.0, 5]
	[-0.8, 5]
	[-1.9, 5]
	
	

	BGBEAF-32-  replicate 2
	100%
	[-1.2, 5]
	[-1.4, 5]
	[-2.2, 5]
	
	

	BGBEAF-32-  merged
	100%
	[-1.2, 5]
	[-1.4, 5]
	[-2.2, 5]
	2557
	1136

	BGCp190- Chro-  replicate 1
	100%
	[-1.2, 5]
	[-1.4, 5]
	[-2.4, 5]
	
	

	BGCp190- Chro-  replicate 2
	100%
	[-1.2, 5]
	[-1.4, 5]
	[-2.4, 5]
	
	

	BGCp190- Chro-  merged
	100%
	[-1.2, 5]
	[-1.4, 5]
	[-2.4, 5]
	2163
	869

	BGBEAF-32- Dref-  replicate 1
	100%
	[-1.2, 5]
	[-1.4, 5]
	[-2.4, 5]
	
	

	BGBEAF-32- Dref-  replicate 2
	100%
	[-1.2, 5]
	[-1.4, 5]
	[-2.4, 5]
	
	

	BGBEAF-32- Dref-  merged
	100%
	[-1.2, 5]
	[-1.4, 5]
	[-2.4, 5]
	1417
	441

	Kc167WT  replicate 1
	100%
	[-1.4, 5]
	[-1.4, 5]
	[-2.6, 5]
	
	

	Kc167WT  replicate 2
	100%
	[-1.4, 5]
	[-2.0, 5]
	[-3.0, 5]
	
	

	Kc167WT  merged
	100%
	[-1.4, 5]
	[-1.6, 5]
	[-3.0, 5]
	2512
	1306

	BGWT  replicate 1 - 80%
	80 %
	
	
	
	
	

	BGWT  replicate 2 - 80%
	80 %
	
	
	
	
	

	BGWT  merged - 80%
	80 %
	[-1.4, 5]
	
	
	2179
	902

	BGBEAF-32-  replicate 1 - 80%
	80 %
	
	
	
	
	

	BGBEAF-32-  replicate 2 - 80%
	80 %
	
	
	
	
	

	BGBEAF-32-  merged - 80%
	80 %
	[-1.2, 5]
	
	
	2493
	1074

	BGCp190- Chro-  replicate 1 - 80%
	80 %
	
	
	
	
	

	BGCp190- Chro-  replicate 2 - 80%
	80 %
	
	
	
	
	

	BGCp190- Chro-  merged - 80%
	80 %
	[-1.2, 5]
	
	
	2051
	776

	BGBEAF-32- Dref-  replicate 1 - 80%
	80 %
	
	
	
	
	

	BGBEAF-32- Dref-  replicate 2 - 80%
	80 %
	
	
	
	
	

	BGBEAF-32- Dref-  merged - 80%
	80 %
	[-1.2, 5]
	
	
	1346
	416

	Kc167WT  replicate 1 - 80%
	80 %
	
	
	
	
	

	Kc167WT  replicate 2 - 80%
	80 %
	
	
	
	
	

	Kc167WT  merged - 80%
	80 %
	[-1.4, 5]
	
	
	2479
	1229






