Ill'rp

_AAAMAA.
¢l GATQ_,AQI.
_AGChece
e
a(cCan_

Random

Z 0O
w -

5

B . HEE v
B o+ B B
B - BB

CEBPA CTCF

Z 0
L -

£
o
o
c
[
o

EEE B~

L
P
By
IS
>

Model-specific
discriminative score

-0.4 0 0.4

FN

llllll'rp
..... Random

_xhTe._
AMAx__
TGA=Cx
caliGala_
T0ACCx.
RXRA

Supplemental Figure 8: False negative predictions unique to mouse-trained models trained with domain adaptation,
compared to human-trained models, can be distinguished from true positive predictions through motif-like sequence

features. See Methods for site categorization details.



