CTCF - Both-Model True Positive Site (Chr2:157302200-157302700) CTCF - Both-Model True Positive Site (Chr2:218876650-218877150)
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CTCF - Both-Model True Positive Site (Chr2:147045100-147045600) CTCF - Both-Model True Positive Site (Chr2:96550050-96550550)
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CEBPA - Both-Model True Positive Site (Chr2:99472450-99472950) CEBPA - Both-Model True Positive Site (Chr2:158009400-158009900)
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CEBPA - Both-Model True Positive Site (Chr2:157732600-157733100) CEBPA - Both-Model True Positive Site (Chr2:171383250-171383750)
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HNF4A - Both-Model True Positive Site (Chr2:235000700-235001200) HNF4A - Both-Model True Positive Site (Chr2:150733300-150733800)
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Supplemental Figure 5: Importance scores for example both-model true positive sites for the four TFs. Bases were
scored using a modified ISM algorithm (see Methods). The 500bp example sites have been enlarged and cropped around
motif-like instances for readability.



