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Supplemental Figure 2: Top: results from evaluating the performance of mouse-trained (blue/left) and human-trained
(red/right) profile models on non-overlapping windows from the human (left panel) and mouse (right panel) test datasets
(Chromosome 2). Bottom: example predicted vs. true ChIP-seq read distribution profiles from mouse (left) and human
(right) test datasets. See Methods for profile model details.
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