General comparison Germ cell

comparison
' ovas{@ 1. . ] '
| end . - {® | | HipHop{o @ ®
LN - o | RpSTalen s
Z 4 e @ o 4 - p a1
casd - .o X ) {1 CG15628; 0000
upd1y - I bam{- @
pr71_$ : : : o e : e - @ CG32625; 0000
i . RpS5a{®
Sl T e e M HsirSoeee
slbo- e E o - PA ( L J
br : ] . : o:-0000000 Rodish @eeee
oya, - oo 0000000 TﬁlA s':... ®
cq - .. ] . i . . . O
Y L R R R R R T T L T DT b1inee
PP 8 o8V g OUULESS S Ix LB Lh0hg0NnhdRed conal - Heee
At PNV oo™ Rsoal vw 3 I8 Q R0 vas@
N Qo O nmODpHELmOpHDE=pE =
@ p89Le F &0 PmSptSS5<0bn CG14932{@mooe
5 oo oa oS < s < & E(sp)m7-HLH| o ® o
) - 4 Hsp23|@@®
o Rp853-0 o000
S R c o0 Sm, .5 awd{®0e o0
S I1 S2e2% S If £ .25 %%l 53 . 2 GStE®. o8
gt o 5Se%k 280 SEe 2509 85l Jabba) ooe
LT YTen  F 1 CSen R R CG145451@ oo
wisp; o000
Prip- o0
s+ bam{c @ { - 1 smgA e
Il vas{@ 1. - 1 dhd Y
orb e000-° | - 1 fabpA o0
Whnt4- - : 1@ T exﬁ- [ J
gl le b Bightle - -e@@e &
ct 1 o0 {0000 00 CG102544 °
sd ] o ° E23] ccoe
'mi - 1 ® - ® Peni@® o
dec-1+ : C ® | - : : tral Y
ttk (X X 1@ {io®eoe0 ° ° me31B. °®
Fcp3CH . 1. 1 - - : MinAA J
Cad86C - 1. 1 ot e e n . olf186-M. A
yellow-g4 - 1 Pxt
Femc/(I)aé- I 1 . _,;) :.. 3
Diag1- o0 i@ XK o0 CG11674 00000
mirr 1@ . o co000 ° Y (1)
Cad99C 1 o ° o0 gnu{® (Y )
slbo- g o A . s pgcH o0
Past14 o @ 1 ©c0-000 mirmA XY 1)
peb- {- ° 1 o 000000000 CycAlo® s
Glut4EF 1@ 1 ° o 00 ° ° o IphaTubB7C
I\//iqmp2- . o . . alphalu osk- ::
nce - 1 1 1
Mp20 - ] 1 Gapdh2{® 000 0
abd-A{ - {® 1 . bed B :
lIp6- .- 1@ ® 1o e e e s e CycB o0
88858408 SO0Q0%EEE 35000 eERT RO R 888 aaS
dddadae s 2Eo0ar5%9 4¥IsxswPy oo Q P52 T T8N, 8
AR RTINS L o PPe BNGFHaphroahaEHE O D QAN 00|
2] o8O0l w© [ 5 0 (20 S, /ass S</ 0ok n [a] OpoOlw©
O I T 1O~ 2 = o=k [as) E o O | T | ©—
= © O~ oo s < s < X OO+
O A=t ) (_) A=t
(7] L (7]
O 0]
c 2 .35 0 s> 5 -0 c 2 -2 . |
22l 255 85l sh .k A G R i le
sElo SE8% ELiLo B8R 2 10 8Lk Joniza ]
<50 S e TE 4 S @1 TE e tm e 182
bgen{e -
corolla{o @@ e o
bam{e @ «
CG30§8G'3- o0
C Germarium soma comparison e veeee e e
: {® TR as2] 1 °00000
cGazirole iii Pdkfl ciecel ¥ cosszille e o- @ Bigh1]e - - 9@@60e
4 e . [ ) N i T T T T T 1
CG10311{@ PY NetA{® o bigl ° 888 8A0S
Idgf6 Y ) $ g T T ITNSN n
LamCH ° CG9E28 1@ o CG43658 @ dtoNaNeo
babrle ol le Dol CCllece 8 I85ee
a 1 ) ~
c geg- o e NLaﬁ 2 rlg??-... g R08
c64308le : FeraL CHIS ° Hsromega{® © ® ° o
Tsp42Ek- Heﬁog- : sl °®
76E Lo miple2; C621I§”Z- c iii Myc| 00
hh'. dpr 7/1e Wdf62:. : SXI-. [ )
j1® GstFZ- ® shal® ® Tif-IA{® °
ar%: .: Gst§‘1:: - CG628/ - o bgen{® -
P b+ + 4 CG14223] ® Rpn12R] -
QOOOO=X= 5 cas- ® upd1 O CG12493|@
QutL- 885 dally | dpn- ° blanks|@ o
- PP corto- ;: MRE‘1)6- o
= 50 mamo- brat] o0 gro100®
oo bic- o0 mamo. 000 bam{s @
eya- 1 ] Rbfox1{¢ @@
P santa-maria{ - - - . CG6357 ®
v mskleoccoe CG18208{ « . orb coco
Myc | ® Jupiter - 0000 Rbp9- (Y X
. Wnt4 @ Hipk{® = ® as3 ® brut 0000
Il cce674{ ~@ S0l cece cdii® © ® ° slej® °
GstS1 CG12398 ° stai- o ) I
Sh' 1 : Nrt{o @@ CG677010 0 ® Pglg::
chic xx T msi{@ ;
CG4250{- 0@ 8888833‘—3 CG44325]0 0 @ Mink|o® e e
Ti LPCe,00a Sirup1® © @ alphaTub84B{@® ()
imp{- ©® = 50 DORq® [ | wiljeee
0G3168{0 © ® Sa LamC! o0 wklseee
santa-maria- . o C%%%(Z) b - : mad2{0@®
pk{e oo . SP1173!@ 0 aurB1o@ @
OOOOOXX = IV updt [ J CG31808{@ Y borr{" ®@®@0®
QWL © &8 ugd3 4 Col4at- o0 ncd {0 @ o
Tooal BB CG142’2),§ o CG9338{@ wac{0 @ ®
1 a omy A1 ° c3)Gioonee
(@] Q pgant2 . oo 0 CG10311:: . C(Z)M— o0
o dnt{e - - - - LU CG9336{@ . corollajo@® e @
00000XX & CG16481® Y bal{p@o®®
SEo .35 0 ORBETERS GILT2] ° cona{Oeeee
%a,l EQ .5 K o CG13377{e ° mei-W68{ - - - =«
S8 1 S8 ex S92 Jeci® mei-P22{- -+ =
E ‘é— 0 d‘f < @75 o CG43134y - - - - RpL36A 1 000
DU @100 ) 21 ° p
o bl RpS20- 000
g o RoL41 )@ o0
QOO0OXX %
. Whtd QUL T8 RpS2 000
VI Gstst K L0022, 66g RpL6 | o0
CG9674 N2 = 50 RpS14a @ °®
chic 1 ! oS RpS8 | o0
Ca4250 S 2 Rri23 1000000008
imp R QO Q—=0.0mN
CG3168 I3 0P o8 aSNgn
santa-maria | F789894
O JLrle-
3 FLOF‘_
. . 2 T
D Follicle cell comparison © .
oS 2 =8 .
. 2 .25
i ctleeeeces iii Bacloeeessecce ® 5 I1 S8 e 50
CycBle@s o@e 0 D31 9000000 ® 25 9 ggerns
010000000 @ His4r i @9®000000 000 ul 0 @100
HmgD 1 @000 0e sta{ 000000000
hdc | @@®OGC 0O RpL414 0000000000
jumuqje ® o o o e . RpS24 000000000
peb- 000000000000 awl [ 00000000000000
Men 4 c0000Qc000 CG13992 ®-o (] ]
sm 000 -0-°-000 Cyp18at Y ) XK
T P TN e TNF YN Yp2: ° o
iﬁrgru')m,')wwwo'owcoo'omgggm Yp1- o O
=Ny ipm—p= "N ]
HADHANEDRHAEHE P Rtni1 o o0
wEEEE §§§§<L‘< Wy CG32276 ° 00
Yp3 o0
0 Tapdelta | @ 000
S If =8 . 2 Sec61alpha 00000000000
8200, 8% o5 CG5326- @ s @
25 SS @75 CG58851 0000000
a2 W @100 1(1)G0320 1 [ ] o0
Sec61beta [ ] 000
. Sec61gamma 00000000
ii srirtloeees e psd. Sle
ey2{0 00000 e CG28521000C 00 0 000
Fas2 10000000 Tsp42Ea{ 000000 000 0000
CadN{e®@c o000 Col4a1 000000000
br- ° 000000000 Imp {00000 00000
pat . alphaTub84B]QQ.. o YY)
mirr 000 ° SPARC10900000
dpp- ° tsr @000 00 0000
cv-24 . O ) CG17124{o @0 0o @ ° o
Vha16-1- 0000 @ cathD{®@®® o 0000000
slbo- : - schlank @ 0900 0000 ®
SOZI;Z: e o 8 o 0o O [ . CG7512- : )
T T N e g HmgZ 00 000000000-05000
1T LBLBBBLBBLBRRH Jupiter 1000000 i
NNBHmGp-mnmin- =0 path 00000000000 000
"’w,_mz,_ﬂ-§§m§<,_ﬂ-EE0- Act42A 0000000 000
s < = < Argklo0o000000 ( X J
- - 0 CG5002 .
S 2 - D Adk1
2 - 25
§§ I1 ég e 50 MtnA .o .
28 % &gen CG15347-
@ W @100 CG11378 . e o
Vha36-1- 000000000
Sap-r{®® 00000000000
Vha16-1 000000000
Vha13- 000000000
cb{je®@eocoe °0 (]
VhaAC45 - 000000000
prominin-like{ e e = o o . oo
VhaM9.7-b @ 00000000
VhaPPA1-1- 000000000
Timp o0 -0:000
VhaM8.9- 000000000
R T DT T T
21 B BE R R
[72] -—
1 P Rt R
<5 2 @100 os < = < o

Supplemental Figure 10.

A-D - Dot plots visualizing expression of marker genes from Jevitt et al. and Rust et al. in our dataset. Dot diameter represents
the fraction of cells expressing each gene in each cluster, as shown in scale. Color intensity represents the average normalized
expression level. Gray background marks expected expression pattern according to Rust et al. and Jevitt et al. A - General
markers from Rust et al. (i) and Jevitt et al. (ii). B - GC markers from Jevitt et al. pseudotime analyses (i), Rust et al. clustering

(i) and pseudotime analyses (jii). C - germarium soma markers. TF and CC markers (i), FSC markers (i), EC markers (iii), polar
and stalk cell markers (iv) from Rust et al., polar and stalk cell markers from Jevitt et al. pseudotime analyses (v). (vi) - Heatmap
visualizing expression of putative FSC markers from Rust et al. in our FSC differentiation pseudotime analyses. Red indicates high
and blue low expression as shown in scale. Early timepoints are on the left and late on the right. D - Follicle cell markers. Mitotic and
endocycling FC markers from Jevitt et al. (i), all FC markers from Rust et al. (i), and MB and terminal FC enriched genes from Jevitt
et al. pseudotime analyses (iii).



