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Supplemental Figure 1. LAGE/CTAG Gene Families Phylogeny 
  





Supplemental Figure 2. CT45 Gene Family Phylogeny 
  





Supplemental Figure 3. CT47 Gene Family Phylogeny 
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Supplemental Figure 4. GAGE Gene Family Phylogeny 
 
  





Supplemental Figure 5. MAGEC Gene Family Phylogeny 
  





Supplemental Figure 6. RHOXF Gene Family Phylogeny 
  





Supplemental Figure 7. H2AFB Gene Family Phylogeny 
  





Supplemental Figure 8. XAGE/PAGE Gene Families Phylogeny 
  





Supplemental Figure 9. MAGEA Gene Family Phylogeny 
  





Supplemental Figure 10. MAGEB Gene Family Phylogeny 
  





Supplemental Figure 11. MAGED Gene Family Phylogeny 
  





Supplemental Figure 12. SSX Gene Family Phylogeny 
  





Supplemental Figure 13. NXF2 Gene Family Phylogeny 
  





Supplemental Figure 14. FAM9/Slx/Sly/Xlr Gene Families Phylogeny 
  



Supplementary Figure 15. Btbd35 Gene Family 
Phylogeny



Supplemental Figure 15. Btbd35 Gene Family Phylogeny 
 



F1 Phased Female Fibroblasts: Domestic Cat/Xi

F1 Phased Female Fibroblasts: Asian Leopard Cat/Xa

Supplemental Figure 16. Hi-C contact maps (left) and Pearson’s correlation maps (right) (both 
maps calculated at 250 kb resolution) generated from the phased domestic cat (top) and Asian 
leopard cat (bottom) Hi-C reads
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