
Strength of donor (MaxEnt)

Translatability of E2

Strength of acceptor (MaxEnt)

Translatability of E1E2

Mean conservation of donor site/first 100nt of 5'−intron

Strength of donor (Itoh et. al)

Mean conservation of acceptor site/last 100nt of 3'−intron

Translatability of E1

3'−ss GC%
5'−ss GC%
Intron GC%

Probability of nucleosome positioning in the last 100nt of 5'−intron

Intron position
TTA count in 5'−intron

GCC count in E2
GTAAG count in 5'−intronCCA count in 5'−intron

Length of intron

CC count in 3'−intron
CGA count in 5'−intronAT count in E1

GTATCCT count in 5'−intron

C count in 3'−intron

TTA count in 3'−intron
GGC count in E2GG count in E1ACT count in 5'−intronTA count in 5'−intron

Length of E1 (Log10 based)

TCCAG count in 3'−intron
GCG count in E2

GC% of the last 100nt of 3'−intron

GG count in 3'−intron

ATC count in E2
TTA count in E1

AT count in E2TAG count in 5'−intron

CGG count in 3'−intron
GA count in E2CCT count in 3'−intron

AGT count in E2

TAC count in E2
Motif score of NOVA1 in 5'−intron weighted by conservation

ACC count in 3'−intron
RBM6 motif in 5'−intronAAT count in E1
TCC count in 5'−intronGGA count in 5'−intronTTG count in 5'−intron

GC count in 5'−intron
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