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NA19098 vs. NA19101
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Supplemental Figure S4. (A) Receiver Operating Characteristics curve (ROC) and the associated Area Under the 
Curve (AUC) values obtained by bulk-based benchmarking of single cell DEG calls between H1 and NPC cells 
(Chu data). (B) ROC plot for DEG calls between H9 and NPC cells (Chu data). (C) ROC plot for DEG calls between 
cells from the replicates NA19098 and NA19101 (Tung data). (D) ROC plot for DEG calls between cells from the 
replicates NA19239 and NA19101 (Tung data). (E) ROC plot for DEG calls between myoblasts before and 24 
hours after di�erentiation (Trapnell data).
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