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Supplemental Figure S1. Mitochondria DNA expression in P. formosa
and artificial interspecies hybrid Sequencing reads were mapped to both
P. mexicana and P. latipinna mitochondria genomes. To calculate
mitochondria expression percentage, total read count from one species
were divided by total mitochondria read count. Over 98.98% of sequencing
reads sourced to mitochondria were from the P. mexicana.





