Supplemental Table S6. Enzymatic 5hmC library sequencing metrics
	Starting Material
	Replicate
	Reads (million)
	mapping efficiency
	duplication level
	CpG hmC%
	CpH hmC%

	50ng mES gDNA
	1
	127
	67.5%
	4.2%
	4.7
	0.1

	50ng mES gDNA
	2
	124
	68.6%
	4.3%
	4.7
	0.2

	1ng mES gDNA
	1
	165
	69.9%
	58.9%
	4.4
	0.1

	1ng mES gDNA
	2
	145
	70.1%
	57.0%
	4.4
	0.1



