A. Gene content B. Core Genes

) Species
. Streptococcus pneumoniae [1009] . Streptococcus gordonii [37] . Streptococcus uberis [18]
Q Streptococcus pyogenes [441] O Streptococcus anginosus [35] . Streptococcus oralis subsp. tigurinus [16]
O Streptococcus suis [340] . Streptococcus equinus [34] . Streptococcus oralis subsp. oralis [15]
O Streptococcus agalactiae [221] O Streptococcus dysgalactiae subsp. equisimilis [33] O Streptococcus gallolyticus [14]
. Streptococcus mitis [85] . Streptococcus parasanguinis [33] . Streptococcus parauberis [14]
O Streptococcus mutans [83] . Streptococcus thermophilus [33] . Streptococcus iniae [12]
. Streptococcus pseudopneumoniae [55] O Streptococcus intermedius [32] O Streptococcus oralis subsp. dentisani [11]
O Streptococcus oralis [53] O Streptococcus sobrinus [22] O Streptococcus infantis [8]
@ Streptococcus sanguinis [52] @ Streptococcus cristatus [20] @ Streptococcus pasteurianus [8]
O Streptococcus salivarius [40] O Streptococcus equi subsp. zooepidemicus [19] . Streptococcus constellatus [7]

(O Others [116]

Supplemental Figure S3. Mapping of Species label for each Streptococcus genome onto phylogenies generated by
accessory gene contents (A) and by allelic variations in core genes (B). The trees in A and B are the same as in Fig.
5, except that the nodes are color-coded by Species labels deposited in GenBank, as shown in the Key. The sizes of the
nodes are proportional to the numbers of genomes they encompass. Some species labels that are inconsistent with both
phylogenies are highlighted with colored arrows.



